Supplementary Table S4: All tags present at >200 copies in round spermatid SAGE library.

Cytochrome c¢ oxidase subunit 5b was cloned basing on the SAGE tag sequence. Therefore no
matching UniGene cluster # is shown. Presence of multiple UniGene cluster numbers and
descriptions indicates that the SAGE tag matches more than one UniGene cluster.

SAGE Tag | Tag# | Unigene# Description
TCGATGTCTG 1470 325769 | Prm2 Protamine 2
GATTAAAGCT 1286 206798 | Tnp2 Transition protein 2
ATAATACATA 714 200362 | Cybb Cytochrome b-245, beta polypeptide
GTGGCTCACA 631 Cloned | Cytochrome c oxidase, subunit 5b (Cox5)
GTAAGCATAA 510 371592 | Ubb Ubiquitin B
TGTCTTCTGT 419 1296 | Crisp2 Cysteine-rich secretory protein 2
TCAACAACTG 388 | 29758/332760 | Tcpll T-complex protein 11/Fbx024 F-box only protein 24
Ppplcc Protein phosphatase 1, catalytic subunit, gamma
TGCTGAGAAT 382 280784 | isoform
Adam11 A disintegrin and metalloprotease domain 11/Ybx2 Y
TGCCACCTGA 382 89854/29286 | box protein 2
AAAAGTAATC 377 8637 | Spal7 Sperm autoantigenic protein 17
TATCACTCTG 361 329083 | Mea 1 Male enhanced antigen 1
Arpc3 Actin related protein 2/3 complex, subunit 3/Tcte3 T-
AAACAGAGTC 360 | 275942/374801 | complex-associated testis expressed 3
CCTGAATGGA 345 24196 | 4933411K16Rik RIKEN cDNA 4933411K16 gene
GTAAGCAAAA 290 371592 | Ubb Ubiquitin B
GTGTCTTACA 284 2688 | Meigl Meiosis expressed gene 1
ATGTGAGAAA 272 46163 | Fhl4 Four and a half LIM domains 4
GGTCTGGCTG 248 | 287784/270295 | Tuba3 Tubulin, alpha 3/Tuba? Tubulin, alpha 7
TGCTTCCTCC 245 5348 | Phf7 PHD finger protein 7
ACCGCTGAGG 243 16563 | Ldh3 Lactate dehydrogenase 3, C chain, sperm specific
GCCTTCCAAT 238 220038 | Ddx5 DEAD (Asp-Glu-Ala-Asp) box polypeptide 5
Suil-rsl Suppressor of initiator codon mutations, related
CAATAAACTG 233 13886 | sequence 1 (S. cerevisiae)
TCAACTATTA 232 717 | Pgk2 Phosphoglycerate kinase 2
TGTGCAGTGG 231 76832 | 1700028F16Rik RIKEN cDNA 1700028F16 gene
AAAAAAAAAA 229 186361 | Ptpro Protein tyrosine phosphatase, receptor type, O
CTAGTCTTTG 225 154915 | Rps29 Ribosomal protein S29
CACGGCTTTC 218 306548 | Rpl26 Ribosomal protein L26
CTTAGGAGAA 216 309193 | Ropnll Ropporin 1-like
TGACCCCGGG 203 297372 | Uba52 RIKEN cDNA 4930522P08 gene




